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HISTORIA CLÍNICA 2022

• Paciente varón 75 años:

• Linfoma T angioinmunoblástico en 2008, tratado con 
GIFOX x4. No TMO

• Recaída tardía en 2018, tratado con CHOEP x3 + mini 
CHOP x1. SLP: 3 años 

• Abril 2022: Cuadro constitucional y LDH: 431 U/L

• PET-TAC: 

Adenopatías supra e infradiafragmáticas, esplenomegalia, LOE 
hepática y lesiones óseas

Noviembre 2008 Diciembre 2018 Abril 2022
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nº biopsia NGS [Panel investigación LT, Magnis]

LINFOMA T 
ANGIOINMUNOBLASTICO

RHOA-G17V (PROBABLEMENTE PATOGENICA, 14%)

TET2-G355D (VUS, 47%)

TET2-V698Cfs*2 (P.PATOG, 16%)

TET2-N1843Kfs*44 (P.PATOG, 16%)

JAK1-R532H (VUS, 44%)

LINFOMA B DIFUSO DE CELULAS 
GRANDES EBV-POSITIVO

TET2-G355D (VUS, 47%)

TET2-V698Cfs*2 (P.PATOG, 16%)

TET2-N1843Kfs*44 (P.PATOG, 16%)

JAK1-R532H (VUS, 44%)

TP53-R248W (PATOG, 9%)

Estudio en una serie de 12 pacientes



Wen-Qing Yao, et al. J Pathol, 2020
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Estancia: 
Queen's University Belfast, Health Sciences Building
Belfast. Irlanda del Norte.UK

21 pacientes AITL, al menos 2 muestras (media 2, 2-4))



RESULTADOS

Patient 

Number
IGH IGK IGL TRA TRB TRD TRG

1 NC NC NC C NC NC C

2 NC NC NC NC NC NC C

3 NC NC NC C C NC C

4 NC C NC C NC NC C

5 NC C NC C C NC C

6 C NC NC C C NC C

7 NC NC NC C C NC C

8 C NC NC C C NC C

9 C C C NC NC NC C

10 NC NC NC C C NC C

11 NC NC NC C C NC C

12 C NC NC C C NC C

13 C NC NC C C NC C

14 NC C NC C C NC C

15 NC NC NC C C NC C

16 NC NC NC C C NC C

17 NC NC NC C C NC C

18 NC NC NC C C NC C

19 NC NC NC C C NC C

20 NC NC NC C C NC C

21 NC NC NC NC NC NC C

TCRG_CLONAL_100%
TCRB_CLONAL_76.2 (16/21)
TCRA_CLONAL_85.7% (18/21)
TCRD_CLONAL_ 0%

IGH_CLONAL_23.8% (5/21)
IGK_CLONAL_28.6% (6/21)
IGL_CLONAL_4.8 %(1/21)

Al menos uno clonal _42.9% (9/21)



Patient 

Number

Sampling 

Order

1 1 TRAJ52>TRAV12-2 TRAJ53>TRAV26-2 no clonal rr no clonal rr TRGJ2>TRGV2 TRGJ2>TRGV4

1 2 TRAJ52>TRAV12-2 TRAJ53>TRAV26-2 no clonal rr no clonal rr TRGJ2>TRGV2 TRGJ2>TRGV4

2 1 TRAJ20>TRAV8-3 TRAJ5>TRAV12-1 no clonal rr no clonal rr TRGJ2>TRGV10 TRGJ2>TRGV2

2 2 TRAJ20>TRAV8-3 TRAJ5>TRAV12-1 no clonal rr no clonal rr TRGJ2>TRGV10 TRGJ2>TRGV2

2 3 TRAJ20>TRAV8-3 TRAJ5>TRAV12-1 no clonal rr no clonal rr TRGJ2>TRGV10 TRGJ2>TRGV2

3 1 TRAJ40>TRAV25 TRAJ45>TRAV13-1 TRBJ2-7>TRBV28 TRBJ2-4>TRBV27 TRGJ2>TRGV8 TRGJ2>TRGV9

3 2 TRAJ40>TRAV25 TRAJ45>TRAV13-1 TRBJ2-7>TRBV28 TRBJ2-4>TRBV27 TRGJ2>TRGV8 TRGJ2>TRGV9

4 1 TRAJ42>TRAV35 TRAJ61>TRAV38-2/DV8 no clonal rr no clonal rr TRGJP1>TRGV8 TRGJ2>TRGV5

4 2 TRAJ42>TRAV35 TRAJ61>TRAV38-2/DV8 no clonal rr no clonal rr TRGJP1>TRGV8 TRGJ2>TRGV5

5 1 TRAJ45>TRAV29/DV5 no clonal rr TRBJ2-7>TRBV5-1 TRBJ2-4>TRBD1 TRGJ2>TRGV10 TRGJ2>TRGV4

5 2 TRAJ45>TRAV29/DV5 no clonal rr TRBJ2-7>TRBV5-1 TRBJ2-4>TRBD1 TRGJ2>TRGV10 TRGJ2>TRGV4

5 3 TRAJ45>TRAV29/DV5 no clonal rr TRBJ2-7>TRBV5-1 TRBJ2-4>TRBD1 TRGJ2>TRGV10 TRGJ2>TRGV4

6 1 TRAJ54>TRAV38-1 TRAJ47>TRAV26-1 TRBD2>TRBV2 TRBJ2-3>TRBVD2 TRGJ2>TRGV3 TRGJ2>TRGV4

6 2 TRAJ54>TRAV38-1 TRAJ47>TRAV26-1 TRBD2>TRBV2 TRBJ2-3>TRBVD2 TRGJ2>TRGV3 TRGJ2>TRGV4

7 1 TRAJ20>TRAV8-3 TRAJ10>TRAV23/DV6 TRBJ1-6>TRBV3-1 TRBJ1-1>TRBD1 TRGJ2>TRGV8 TRGJ2>TRGV3

8 1 TRAJ42>TRAV9-2 TRAJ7>TRAV29/DV5 TRBJ2-7>TRBV20-1 TRBJ2-5>TRBD2 TRGJ2>TRGV9 no clonal rr

8 2 TRAJ42>TRAV9-2 TRAJ7>TRAV29/DV5 TRBJ2-7>TRBV20-1 TRBJ2-5>TRBD2 TRGJ2>TRGV9 no clonal rr

8 3 TRAJ42>TRAV9-2 TRAJ7>TRAV29/DV5 TRBJ2-7>TRBV20-1 TRBJ2-5>TRBD2 TRGJ2>TRGV9 no clonal rr

8 4 TRAJ42>TRAV9-2 TRAJ7>TRAV29/DV5 TRBJ2-7>TRBV20-1 TRBJ2-5>TRBD2 TRGJ2>TRGV9 no clonal rr

9 1 TRAJ21>TRAV9-2 TRAJ41>TRAV25 TRBJ1-1>TRBV18 TRBD2>TRBD1 TRGJ1>TRGV4 TRGJP1>TRGV8

9 2 TRAJ21>TRAV9-2 TRAJ41>TRAV25 TRBJ1-1>TRBV18 TRBD2>TRBD1 TRGJ1>TRGV4 TRGJP1>TRGV8

9 3 TRAJ21>TRAV9-2 TRAJ41>TRAV25 TRBJ1-1>TRBV18 TRBD2>TRBD1 TRGJ1>TRGV4 TRGJP1>TRGV8

10 1 TRAJ13>TRAV8-6 TRAJ17>TRAV10 TRBJ1-2>TRBV19 TRBJ2-3>TRBV6-5 TRGJP>TRGV9 TRGJ2>TRGV8

10 2 TRAJ13>TRAV8-6 TRAJ17>TRAV10 TRBJ1-2>TRBV19 TRBJ2-3>TRBV6-5 TRGJP>TRGV9 TRGJ2>TRGV8

11 1 TRAJ17>TRAV23/DV6 TRAJ57>TRAV29/DV5 TRBJ1-2>TRBD1 TRBJ2-7>TRBD2 TRGJ2>TRGV3 TRGJP2>TRGV8

11 2 TRAJ17>TRAV23/DV6 TRAJ57>TRAV29/DV5 TRBJ1-2>TRBD1 TRBJ2-7>TRBD2 TRGJ2>TRGV3 TRGJP2>TRGV8

12 1 TRAJ31>TRAV41 TRAJ53>TRAV25 TRBJ1-2>TRBV5-1 TRBJ2-2>TRBD2 TRGJ2>TRGV10 TRGJP2>TRGV8

12 2 TRAJ31>TRAV41 TRAJ53>TRAV25 TRBJ1-2>TRBV5-1 TRBJ2-2>TRBD2 TRGJ2>TRGV10 TRGJP2>TRGV8

13 1 TRAJ36>TRAV8-6 TRAJ37>TRAV27 TRBJ2-7>TRBD2 TRBJ2-5>TRBV20-1 TRGJ2>TRGV8 no clonal rr

13 2 TRAJ36>TRAV8-6 TRAJ37>TRAV27 TRBJ2-7>TRBD2 TRBJ2-5>TRBV20-1 TRGJ2>TRGV8 no clonal rr

14 1 TRAJ40>TRAV17 TRAJ48>TRAV8-3 TRBJ2-1>TRBV28 TRBJ1-2>TRBD1 TRGJ2>TRGV4 TRGJ2>TRGV2

14 2 TRAJ40>TRAV17 TRAJ48>TRAV8-3 TRBJ2-1>TRBV28 TRBJ1-2>TRBD1 TRGJ2>TRGV4 TRGJ2>TRGV2

14 3 TRAJ40>TRAV17 TRAJ48>TRAV8-3 TRBJ2-1>TRBV28 TRBJ1-2>TRBD1 TRGJ2>TRGV4 TRGJ2>TRGV2

15 1 TRAJ53>TRAV27 TRAJ30>TRAV13-2 TRBJ1-5>TRBV5-6 TRBJ1-5>TRBD1 TRGJ2>TRGV4 TRGJ2>TRGV3

15 2 TRAJ53>TRAV27 TRAJ30>TRAV13-2 TRBJ1-5>TRBV5-6 TRBJ1-5>TRBD1 TRGJ2>TRGV4 TRGJ2>TRGV3

16 1 TRAJ20>TRAV34 TRAJ52>TRAV17 TRBJ1-4>TRBD1 TRBJ2-2>TRBD2 TRGJ2>TRGV4 TRGJ2>TRGV2

16 2 TRAJ20>TRAV34 TRAJ52>TRAV17 TRBJ1-4>TRBD1 TRBJ2-2>TRBD2 TRGJ2>TRGV4 TRGJ2>TRGV2

17 1 TRAJ18>TRAV8-3 TRAJ22>TRAV1-1 TRBJ2-1>TRBV3-1 no clonal rr TRGJP1>TRGV2 TRGJ2>TRGV2

17 2 TRAJ18>TRAV8-3 TRAJ22>TRAV1-1 TRBJ2-1>TRBV3-1 no clonal rr TRGJP1>TRGV2 TRGJ2>TRGV2

18 1 TRAJ34>TRAV41 TRAJ58>TRAV19 TRBJ2-5>TRBD1 TRBJ2-3>TRBV5-1 TRGJ2>TRGV2 TRGJ2>TRGV3

18 2 TRAJ34>TRAV41 TRAJ58>TRAV19 TRBJ2-5>TRBD1 TRBJ2-3>TRBV5-1 TRGJ2>TRGV2 TRGJ2>TRGV3

19 1 TRAJ12>TRAV9-2 TRAJ27>TRAV38-1 TRBJ2-7>TRBV5-1 TRBJ2-5>TRBV20-1 TRGJ2>TRGV3 TRGJP2>TRGV2

19 2 TRAJ12>TRAV9-2 TRAJ27>TRAV38-1 TRBJ2-7>TRBV5-1 TRBJ2-5>TRBV20-1 TRGJ2>TRGV3 TRGJP2>TRGV2

20 1 TRAJ9>TRAV8-3 TRAJ31>TRAV1-1 TRBJ1-5>TRBV30 TRBJ1-5>TRBD1 TRGJ2>TRGV8 TRGJ2>TRGV5

20 2 TRAJ9>TRAV8-3 TRAJ31>TRAV1-1 TRBJ1-5>TRBV30 TRBJ1-5>TRBD1 TRGJ2>TRGV8 TRGJ2>TRGV5

21 1 no clonal rr no clonal rr no clonal rr no clonal rr TRGJ2>TRGV3 no clonal rr

21 2 no clonal rr no clonal rr no clonal rr no clonal rr TRGJ2>TRGV3 no clonal rr

TRG RearrangementsTRB RearrangementsTRA Rearrangements

TCRB
-En 2 pacientes aparece una 
nueva secuencia (9.5%) 

-En 1 paciente se pierde
(4.7%)



Figure 3
Patient 

Number

Sampling 

Order

1 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

1 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

2 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

2 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

2 3 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

3 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

3 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

4 1 no clonal rr no clonal rr IGKJ5>IGKV3-11 IGKJ3>IGKV3-15 no clonal rr no clonal rr

4 2 no clonal rr no clonal rr IGKJ5>IGKV3-11 IGKJ3>IGKV3-15 no clonal rr no clonal rr

5 1 no clonal rr no clonal rr IGKJ3>IGKV2-28 no clonal rr no clonal rr no clonal rr

5 2 no clonal rr no clonal rr IGKJ3>IGKV2-28 no clonal rr no clonal rr no clonal rr

5 3 no clonal rr no clonal rr IGKJ3>IGKV2-28 no clonal rr no clonal rr no clonal rr

6 1 IGHJ4>IGHV3-9 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

6 2 IGHJ4>IGHV3-9 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

7 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

8 1 IGHJ6>IGHD2-2 IGHJ6>IGHD6-6 IGKJ1>IGKV3-20 no clonal rr no clonal rr no clonal rr

8 2 IGHJ6>IGHD2-2 IGHJ6>IGHD6-6 IGKJ1>IGKV3-20 no clonal rr no clonal rr no clonal rr

8 3 IGHJ6>IGHD2-2 IGHJ6>IGHD6-6 IGKJ1>IGKV3-20 no clonal rr no clonal rr no clonal rr

8 4 IGHJ6>IGHD2-2 IGHJ6>IGHD6-6 IGKJ1>IGKV3-20 no clonal rr no clonal rr no clonal rr

9 1 IGHJ2>IGHD1-26 IGHJ4>IGHD7-27 Kde>IGKV2-28 Kde>IGKV2-29 IGLJ2=J3>IGLV3-21 no clonal rr

9 2 IGHJ2>IGHD1-26 IGHJ4>IGHD7-27 Kde>IGKV2-28 Kde>IGKV2-29 IGLJ2=J3>IGLV3-21 no clonal rr

9 3 IGHJ2>IGHD1-26 IGHJ4>IGHD7-27 Kde>IGKV2-28 Kde>IGKV2-29 IGLJ2=J3>IGLV3-21 no clonal rr

10 1 no clonal rr no clonal rr IGKJ3>IGKV2-26 no clonal rr no clonal rr no clonal rr

10 2 no clonal rr no clonal rr IGKJ3>IGKV2-26 no clonal rr no clonal rr no clonal rr

11 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

11 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

12 1 IGHJ3>IGHV3-53 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

12 2 IGHJ3>IGHV3-53 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

13 1 IGHJ6>IGHD3-9 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

13 2 IGHJ6>IGHD3-9 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

14 1 no clonal rr no clonal rr IGKJ1>IGKV5-2 no clonal rr no clonal rr no clonal rr

14 2 no clonal rr no clonal rr IGKJ1>IGKV5-2 no clonal rr no clonal rr no clonal rr

14 3 no clonal rr no clonal rr IGKJ1>IGKV5-2 no clonal rr no clonal rr no clonal rr

15 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

15 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

16 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

16 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

17 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

17 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

18 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

18 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

19 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

19 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

20 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

20 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

21 1 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

21 2 no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr no clonal rr

IGH Rearrangements IGK Rearrangements IGL Rearrangements







ESTUDIOS FUTURO

-Transcriptómica y secuenciacion sobre grupos de células según localización espacial en tejido 
(material parafinado).

-Transcriptómica y secuenciación en célula única (sorter…).  Material en fresco.

-Modelos tridimensionales, esferoides….

-Validación clínica (serie de pacientes)

Secuenciación masiva de genoma completo. Grupo del Dr E Campo. 
Hospital Clinic. Barcelona. “MEDICINA DE PRECISIÓN GENÓMICA 
EN NEOPLASIAS LINFOIDES (PREGENLIF)”



PRESENTACION PROYECTO AL GRUPO GELTAMO



PRESENTACION PROYECTO AL GRUPO GELTAMO
Dr Manel Esteller. Josep Carreras Leukaemia Research Institute, Barcelona.



IMPLICACIÓN PRONÓSTICA



Copyright © American Society of Clinical Oncology

International T-Cell Lymphoma Project,   J Clin Oncol; 26:4124-4130 2008

Overall survival of patients with the common subtypes of peripheral T-cell lymphoma (PTCL)





p
LEF1 ≥ 70 %

(n = 39)

LEF1 < 70 %

(n = 33)

N (%)N (%)Primera línea de tratamiento

0,146*

16 (51,6)15 (48,4)Respuesta completa

10 (55,6)8 (44,4)Respuesta parcial

4 (66,7)2 (33,3)Estabilidad de la enfermedad

9 (75,0)3 (25,0)Progresión de la enfermedad

0,045*24 (66,7)12 (33,3)Recaída o progresión al tratamiento

N (%)N (%)Segunda línea de tratamiento

0,286*

3 (50,0)3 (50,0)Respuesta completa

9 (69,2)4 (30,8)Respuesta parcial

3 (75,0)1 (25,0)Estabilidad de la enfermedad

10 (66,7)5 (33,3)Progresión de la enfermedad

0,040*12 (66,7)6 (33,3)Recaída o progresión al tratamiento

La expresión de LEF1 por encima del 70 % parece correlacionarse con una 
mayor tasa de recaídas o progresión al tratamiento



EXPRESIÓN GÉNICA

Respondedores vs No respondedores



ESQUEMA

SERIE ESTUDIO

Completa
(PTCL-NOS,PTCL-
THF, AITL)

SERIE VALIDACIÓN

PTCL- THF y AITL
Completa

(PTCL-NOS,PTCL-
THF, AITL)

PTCL- THF y AITL

1 2 43



1. SERIE ESTUDIO COMPLETA

No RespondedoresRespondedores

SIGLEC5
CR1
CXCR4
GPR18

CD63
CD209
HLA-DRB1
CXCL12
TGFB1
CCR7
MAP3K14
FLT3
EOMES
B2M
CD34
B3GAT1
CD68
CD69
CD8A
CARD11
NT5E
TNFRSF1B

Volcano
Plot



3.SERIE VALIDACIÓN COMPLETA

No 
Respondedores

Respondedores

CCR7

Volcano
Plot



2. SERIE ESTUDIO ( AITL y PTCL-TFH)

No 
Respondedores

Respondedores

CXCR4
SIGLEC5
NOS2
CR1
GZMB

CD209
CCR7
CD63
CXCL12
FLT3
TGFB1
MAP3K14
EOMES
CD34
B2M
CD69
CARD11
CD68
CD8A
TNFRSF8

Volcano
Plot



4. SERIE VALIDACIÓN (AITL y PTCL-TFH)

No 
Respondedores

Respondedores

MIB1
FPR2
FOXM
SIGLEC8
PNOC
ASCL2
TBX21
ADGRE1
FPR1
FOXP3
EFHC1
SIGLEC5
TET1
MME
EGR2
S100B
SIK3
FCGR3B
GPR18
IL21



MUTACIONES

Respondedores vs No respondedores



PERFIL MUTACIONAL

Gene p value
RESPONSE * EZH2 0.00100
RESPONSE * KRAS 0.01500
RESPONSE * IRF4 0.01500
RESPONSE * PRKCQ 0.01500
RESPONSE * TNFRSF1B 0.02200
RESPONSE * IDH2 0.04100
RESPONSE * JAK2 0.18800
RESPONSE * JAK3 0.18800
RESPONSE * RARA 0.18800
RESPONSE * BCOR 0.18800
RESPONSE * ZEB1 0.24800
RESPONSE * MTOR 0.34376

RESPONSE * VAV1 0.34400
RESPONSE * ARID1A 0.41100
RESPONSE * TSC1 0.41100
RESPONSE * CXCL12 0.43000
RESPONSE * PRKCB 0.43000
RESPONSE * RHOA 0.45200
RESPONSE * CD28 0.52400
RESPONSE * SMARCA4 0.52400
RESPONSE * CARD11 0.62400
RESPONSE * PTPRN2 0.62400
RESPONSE * NCOR1 0.62400
RESPONSE * STAT3 0.62400
RESPONSE * TET2 0.64400
RESPONSE * SIK3 0.65500
RESPONSE * TP53 0.65500
RESPONSE * FOXM1 0.65500
RESPONSE * MAPK1 0.65500
RESPONSE * NRAS 0.65500
RESPONSE * PLCG1 0.65500
RESPONSE * CDKN2A 0.65500
RESPONSE * STAT5B 0.65500
RESPONSE * SYK 0.65500
RESPONSE * EPHB6 0.65538

RESPONSE * DDX3X 0.81500
RESPONSE * ATM 0.81500
RESPONSE * DNMT3A 0.85500
RESPONSE * ARID1B 0.87500
RESPONSE * JAK1 0.98100
RESPONSE * NOTCH1 0.98100

Gene p value
RESPONSE * TNFRSF1B 0.0029

RESPONSE * KRAS 0.0304

RESPONSE * PRKCQ 0.0304

RESPONSE * IDH2 0.0665

RESPONSE * IRF4 0.1008

RESPONSE * VAV1 0.1498

RESPONSE * EZH2 0.2094

RESPONSE * MTOR 0.2316

RESPONSE * JAK2 0.2546

RESPONSE * JAK3 0.2546

RESPONSE * RARA 0.2546

RESPONSE * CXCL12 0.2578

RESPONSE * RHOA 0.3060

RESPONSE * TP53 0.3160

RESPONSE * SMARCA4 0.3895

RESPONSE * PRKCB 0.3895

RESPONSE * CD28 0.4863

RESPONSE * FOXM1 0.4863

RESPONSE * BCOR 0.5145

RESPONSE * TSC1 0.5145

RESPONSE * CD58 0.6255

RESPONSE * PLCG1 0.6255

RESPONSE * SIK3 0.6255

RESPONSE * EPHB6 0.6255

RESPONSE * MAPK1 0.6255

RESPONSE * NRAS 0.6255

RESPONSE * CD274 0.6255

RESPONSE * EFHC1 0.6255

RESPONSE * CDKN2A 0.6255

RESPONSE * STAT5B 0.6255

RESPONSE * SYK 0.6255

RESPONSE * ZEB1 0.7363

RESPONSE * NOTCH1 0.7363

RESPONSE * STAT3 0.7497

RESPONSE * DNMT3A 0.7645

RESPONSE * JAK1 0.8794

RESPONSE * ATM 0.8794

RESPONSE * TET2 0.8841

RESPONSE * ARID1B 0.9269

RESPONSE * ARID1A 0.9508

RESPONSE * CARD11 0.9508

RESPONSE * DDX3X 0.9508

RESPONSE * PTPRN2 0.9508

RESPONSE * NCOR1 0.9508
Serie completa AITL+PTCL-TFH

Genes mutados 
asociados a No 

respuesta



Itziar Eraña

GRACIAS

Salma Machan
Juan Torres
Luis Requena
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